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Abstract. Clonal propagation through rooted cuttings and micropropagation is widely used for
large-scale Eucalyptus plantation program because of its ability to fix the desirable traits of mature
plus trees. However, when a large number of clones are handled, variations and mixings are
commonly confronted which may go undetected in the absence of prominent morphological
descriptors. Material from germplasm resources are also used in breeding program. The economic
implications of such inadvertent variations could be serious as considerable time and money is
spent before the mistakes are detected. This paper reports the identification of mislabeling in
Eucalyptus clones maintained through tissue culture, and the reestablishment of the identity of the
mislabeled clones using genetic markers viz., RAPDs/AFLPs. The in vitro propagated Eucalyptus
plants from two groups, group 1 derived directly from SMD?7 (a candidate plus tree), and group 2
derived from coppice shoots of trees of group 1, were assessed for their genetic uniformity using
RAPD markers. The small intra-group genetic variations of 0.02 in the second group were
attributed to somaclonal variations induced during long culture periods. However, the genetic
distances of 0.20 and 0.31 between SMD7 and the two micropropagated groups were too high to be
attributed to somaclonal variations as axillary bud culture was used for micropropagation. To test
the possibility of inadvertent mixing, RAPD profiles of the micropropagated groups were com-
pared with that of other clones in the tissue-cultured Fucalyptus germplasm. The RAPD profiles of
group 2 plantlets matched with that of another unrelated clone in the germplasm. The authenticity
of this donor was further re-established using AFLP markers.

Introduction

The ability to achieve large genetic gains in a short time has made clonal
propagation a widely accepted means for large-scale plantation programs of
FEucalyptus. The main aim of clonal propagation is to retain the genetic integrity
of the propagated plants with respect to the donor plus tree so that the desirable
traits of the donor tree are retained. Macropropagation through rooted cut-
tings is the commonly used approach, yet many genotypes show recalcitrance
to rooting, especially when non-juvenile shoots are used. Micropropagation
may overcome the problem (Kretzschmar and Ewald, 1994). Besides, it can
provide large numbers of propagules in a short time. These advantages have
made in vitro techniques popular for large-scale propagation and germplasm
conservation. Techniques like cryopreservation of germplasm entirely rely on
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in vitro propagation. However, micropropagation through tissue culture can
cause somaclonal variants especially when subjected to several in vitro transfers
(Larkin and Scowcraft 1981; Meins 1983). In addition to somaclonal variation,
mislabeling and mixing of clones in germplasm collections have also been
reported (Keil and Griffin, 1994). Materials from germplasm banks are
frequently used in breeding and tree improvement programs. The economic
implications of such inadvertent variations and mixings of accessions could be
serious as considerable time and money is spent before the mistakes are
detected. This necessitates development of suitable strategies for assessing
genetic uniformity and for identifying the variations. The need to test the
genetic fidelity of tissue culture plants in tree species is important also because
they are harvested on long rotations and the in vitro cultures are maintained
through many subcultures. In this paper, we describe a case study of
reestablishment of clonal identity of Eucalyptus using DNA fingerprinting.

Materials and methods
Plant material

To test the genetic fidelity of micropropagated plants, a candidate plus tree of
Eucalyptus tereticornis Sm. (SMD7) selected from Sethumadai, Tamil Nadu,
India, and its putative in vitro propagated plants (Table 1) already available in
the germplasm collections of the Institute of Forest Genetics and Tree
Breeding, Coimbatore, India, were used. The candidate plus tree, SMD7, was
micropropagated through axillary branching and some of these in vitro
regenerated individuals (henceforth collectively referred as group 1) were
planted in the germplasm bank during 1992. In 1998, the explants from the
coppice shoots of these group 1 trees were used to establish another axillary
bud culture. Plantlets regenerated from this culture (henceforth collectively
referred as group 2) were out planted on different dates over a period of fifteen
months as detailed in Table 1. Multiple samples (up to six) were used to rep-
resent each outplanting date. Trees la, 1b, 1c, 1d, le, 1f of group 1 and
Plantlets 2a;, 2a,, 2a3, 2b;, 2b,, 2bs, 2¢, 2d, 2e, 2f of group 2 were used for
evaluating the genetic uniformity vis-a-vis their respective donors. For some of
the samples (2b;, 2b, and 2bs), the DNA isolation was carried out on plantlets
randomly selected directly from the culture flasks. The experimental material
being of widely differing age groups, and being grown under differing envi-
ronmental conditions were not amenable for genetic uniformity analysis via
morphological markers necessitating the use of genetic markers.

Other clones maintained in the tissue culture germplasm since 1998 were EC
89-01-06, EC 89-20-02, EC 89-01-07, ET 89-10-05, ITC 1, ITC 3, ITC 4, ITC 6,
ITC7,1TC 10, ITC 71, ITC 99, ITC 128, ITC 130, ITC 132 and ITC 148. The
donor trees for all these clones were also available in the field germplasm
collections.
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Table 1. Details of the plant material used for testing genetic fidelity.

Group Tree/plantlets Details Year of out-planting
Tree 1 Seed raised plus tree (SMD7) 1972
Group 1 Trees la, 1b, 1c, 1d, Tissue culture raised trees reportedly 1992
le and If derived from tree 1

Group 2% Plantlets 2a;, 2a,, 2a; Tissue culture raised plantlets reportedly March 2000
derived from trees of group 1
Plantlets 2b;, 2b,, 2bs Tissue culture raised plantlets reportedly October 2000
derived from trees of group 1

Plantlet 2¢ Tissue culture raised plantlet reportedly December 2000
derived from trees of group 1

Plantlet 2d Tissue culture raised plantlet reportedly January 2001
derived from trees of group 1

Plantlet 2e Tissue culture raised plantlet reportedly March 2001
derived from trees of group 1

Plantlet 2f Tissue culture raised plantlet reportedly May 2001

derived from trees of group 1

#Culture initiated in December 1998.

Tissue culture

The axillary bud culture protocol of Preetha et al. (1993) was followed. The
axillary buds were used as explants for micropropagation. The explants were
surface sterilized and placed on Murashige and Skoog (1962) medium with
0.1 mg/l benzyl adenine (BA) and 0.1 mg/1 kinetin. Shoot multiplication was
carried out in fresh medium after every 25-30 days. The number of shoots
obtained averaged around 15-20 per flask. The shoots were transferred to
White’s liquid medium (White, 1934) supplemented with 1 mg/l indole butyric
acid (IBA), 0.5 mg/I rutin and 0.5 mg/l quercetin for rooting. Roots emerged in
15-20 days, after which the plantlets were transplanted to root trainers with
vermiculite media (Sumathi et al. 1999).

RAPD

DNA was isolated according to Murray and Thompson (1980). The standard
protocol for RAPD (Williams et al. 1990) was followed. The 25 ul reaction
mixture contained 25 ng of genomic DNA, 2.0 mM MgCl,, 100 uM dNTPs, 5
pmol of primer and 1 Unit of Taq DNA polymerase in 1X enzyme assay buffer.
The amplification conditions were an initial denaturation at 94 °C for 5 min
followed by 40 cycles of 94 °C for 1 min, 36 °C for 1 min and 72 °C 2 min, and
a final extension step at 72 °C for 7 min. Seventeen 10-mers were used to screen
the micropropagated plants. Agarose gels (1.5%) were run in 0.5x TBE (Tris
base—boric acid-EDTA) buffer at 30 V for 2 h and stained with 0.5 ug/ml
ethidium bromide and viewed over UV light.



364
AFLP

AFLP Analysis System I kit from Life Technologies Inc. (based on Vos et al.
1995) was used. Five hundred nanograms of genomic DNA was digested using
5 Units each of EcoRI and Msel for 3 h. Digestion was followed by heat
inactivation of the restriction endonucleases at 70 °C for 15 min. Ligation of
EcoRI and Msel adapters to the digested DNA was carried out by incubating
the reaction mixture containing 1 Unit of T4 DNA ligase at 20 °C for 3 h.
Preselective amplification with primers having one extra selective nucleotide
was carried out with the following cycle profile: a 30 s DNA denaturation step
at 94 °C, a 1-min annealing step at 56 °C and 1 min extension step at 72 °C.
The reaction was carried out for 20 cycles. The PCR products of the pream-
plification reaction were diluted 50 times and used for selective amplification
using primers having 3 selective nucleotides at the 3" end. Selective amplifica-
tion reactions were performed with the following cycle profile: a 30 s DNA
denaturation step at 94 °C, a 30 s annealing step and 1 min extension step at
72 °C. The annealing temperature in the first cycle was 65 °C, which was
subsequently reduced each cycle by 0.7 °C for the next 12 cycles, and was
continued at 56 °C for another 40 cycles. Primer pairs used were Exag and
MCAAa EACG and MCTAs EACC and MCAGa and EACC and MCAC- All ampli-
fication reactions were carried out in a PTC 200 thermocycler (MJ Research
Inc. USA). The AFLP reaction products were resolved in 6% sequencing gels
containing 7.5 M urea. The gel was run at a constant power of 65 W. The
bands were detected by silver staining (Caetano-Anollés and Gresshoff, 1994).
Both the RAPD and AFLP gels were photographed using a Kodak EDAS 290
photodocumentation system. The RAPD and AFLP experiments were
repeated at least twice and only the distinct, well-resolved and reproducible
bands were scored. The scoring was done manually for their presence or
absence using the Kodak ID utility.

Results
Genetic fidelity of micropropagated plants

All 17 RAPD primers showed polymorphisms among different groups of
micropropagated plants and SMD7 (Figure 1). The size of the amplified
products ranged from 300 to 3500 bp. Out of 183 bands scored, 123 were
polymorphic between the different groups of plants. The 1/0 matrix was used to
calculate similarity coefficients for the data pooled over all the primers using
the numerical taxonomy and multivariate analysis system, NTSYSpc (Rohlf
1997). The dendrogram was constructed using Dice similarity coefficient and
UPGMA (Unweighted Paired Group Method of Averages) clustering (Dice
1945). The dendrogram placed all the micropropagated plants into two clear
groups while SMD7 (tree 1) clearly separated from the micropropagated plants
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Figure 1. RAPD profiles of SMD7 (tree 1), group 1 (trees la, 1b, lc, 1d, le and 1f) and group 2
(plantlets 2a,, 2a,, 2a3, 2b;, 2b, and 2bs;) using primer OPE-01. Lane M is 100 bp ladder.

(Figure 2). Trees la, 1b, Ic, 1d, le and 1f clustered together (group 1) while
plantlets 2a;, 2a,, 2as, 2b;, 2b,, 2bs, clustered together (group 2). The genetic
distance between SMD7 and group 1 was 0.20 as compared to 0.31 between
SMD7 and group 2, and 0.11 between group 1 and group 2. RAPD analysis of
SMDY7 (tree 1), trees 1a, 1d, plantlets 2a; and 2b; using 12 more primers again
separated these five plants in three clear clusters (data not shown).

AFLP analysis was done on the representative individuals from each group
and four additional individuals from group 2 (Table 1). A total of 9 indi-
viduals [SMD?7 (tree 1), trees la, 1d, plantlets 2a;, 2b;, 2c, 2d, 2e, and 2f]
were used for this study. Out of 119 bands scored for four primer pairs
(Eaag and Mcaa, Eacc and Mcra, Eacc and Mcag, Eacc and Mcac), 58
were polymorphic. The dendrogram obtained using AFLP data gave a ge-
netic distance of 0.17 between SMD7 and group 1 and 0.25 between SMD7
and group 2 (Figure 4).

Intra-group genetic uniformity in micropropagated plants

Amongst the group 1 trees, out of 132 bands scored for 17 RAPD primers, only
one band, OPE025, was polymorphic. This band was present only in tree 1d.
The cluster analysis revealed a small variation of 0.01 within group 1 trees
(Figure 2). Amongst the group 2 plantlets (plantlets 2a;, 2a,, 2as, 2b;, 2b,,
2bs), out of 125 bands scored for 17 primers, three bands OPE02575, OPC1 53000
and OPE13y5, were polymorphic. OPE025;5 was absent in 2a, and 2b; but
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Figure 2. Dendrogram showing genetic distances between SMD7 and the micropropagated
plants. Data obtained from 17 RAPD primers were pooled and used for generating the dendrogram
using Dice similarity coefficient and UPGMA clustering.

present in all other plantlets of group 2. OPC15599 was absent only in 2bs.
OPE13959 was present in plantlets 2b; and 2bs but absent in other plantlets of
group 2. A small variation of 0.02 within group 2 trees was revealed by cluster
analysis (Figure 2).
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Figure 3.  AFLP analysis of SMD7, group 1 (trees la and 1d) and group 2 (plantlets 2a;, 2b;, 2bs,
2¢, 2d, 2e and 2f) with primer pair EACC and MCAC. Lane M is 25 bp ladder.
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Figure 4. Dendrogram showing genetic distances between SMD7 and the micropropagated
plants. Data obtained from 4 AFLP primer pairs were pooled and used for generating the den-
drogram using Dice similarity coefficient and UPGMA clustering.

AFLP data on 2a;, 2by, 2¢, 2d, 2e and 2f using four primer pairs (Exag and
MCAA’ EACG and MCTA: EACC and MCAG> EACC and MCAC) showed almost
similar banding patterns among the micropropagated plants. No polymor-
phism was detected within the group 1 trees, out of 94 bands scored for four
primer pairs. Amongst the group 2 plantlets, out of 67 bands scored for three
primer pairs, only one band, ExagMcaa415, was polymorphic. This band was
present only in plantlets 2a;, 2b; and 2f. Twenty-eight additional bands were
scored using primer pair Excc and Mcac on group 2 plantlets including
plantlet 2bs. Only two bands, EaccMcacl77 and ExccMcacl 55, were found
polymorphic and were present only in 2bs (Figure 3). The dendrogram showed
that the group 2 plantlets, 2a;, 2b; and 2f were identical and separated from the
plantlets 2c, 2d, and 2e by a genetic distance of 0.01 (Figure 4).

Determination of the identity of micropropagated plants

The extent of variations observed between SMD7, group 1 and group 2 were
very high and therefore the possibility of mixing/mislabeling of clones either
during explant collection or during culture was explored. Therefore, RAPD
profiles of all the 17 clones in the tissue cultured Eucalyptus germplasm
maintained since 1998 (refer to Materials and methods) were compared with
representative individuals from group 1 (tree 1a) and group 2 (plantlet 2a;). For
this purpose, DNA was isolated from clones maintained as trees in the germ-
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Figure 5. RAPD analysis with primer OPB-04 to compare the doubtful clones (la and 2a;) with
other clones maintained in tissue culture germplasm viz. EC 89-01-06, EC 89-01-07, EC 89-20-02,
ET 89-10-05 and SMD 7. The profiles of 2a; matched exactly with that of EC 89-20-02. Lane M is
lambda HindIll/EcoRI digest (lane 1). Molecular sizes are shown in base pairs.

plasm bank, which were used as explant donors for these 17 clones. The RAPD
profiles of the group 2 plantlet 2a; obtained using 9 RAPD primers were found
to be identical to that of the clone EC 89-20-02 (Figure 5 and Figure 6). RAPD
profiles of group 2 plantlets (2a;, 2a,, 2as, 2by, 2b,, 2bs, 2¢, 2d, 2e, 2f) obtained
using an additional primer OPE-13, also showed similar results Figure 7). These
10 primers had shown differences between SMD?7 (tree 1), group 1 and group 2.
AFLP analysis with primer pair Eocc and Mcac revealed that the AFLP
profiles of plantlets belonging to group 2 (Plantlet 2a,, 2b;, 2bs, 2c, 2d, 2e, 2f)
were similar to that of EC 89-20-02. However, the AFLP profiles of group 2
plantlets varied with that of SMD7 and group 1 (Figure 3).

Discussion

The aim of the present study was to determine the genetic fidelity of micro-
propagated Eucalyptus. Studies using both RAPD and AFLP showed
variations between SMD7 and the micropropagated plants. All the 17 RAPD
primers showed polymorphisms among different groups of micropropagated
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Figure 6. RAPD analysis with six primers to compare plantlet 2al (lanes 1, 3, 5, 7, 9, 11) with
clone EC 89-20-02 (lanes 2, 4, 6, 8, 10, 12). Lane M is lambda Hindlll/EcoRI digest. Lane N is
lambda Hindlll digest.
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Figure 7. RAPD profiles of SMD7 (tree 1), group 1 (trees la, 1b, lc, 1d and le), group 2 (Plantlets
2ay, 2a,, 2as3, 2by, 2b,, 2bs, 2¢, 2d, 2¢ and 2f) and EC 89-20-02 using primer OPE-13. Lane M is
lambda Hindlll/EcoRI digest.

plants and SMD7. The dendrogram placed all the micropropagated plants into
two clear groups while SMD7 (tree 1) was clearly separated from the micro-
propagated plants. The genetic distance between SMD7 and group 1 was 0.20
as compared to 0.31 between SMD7 and group 2, and 0.11 between group 1
and group 2. Results obtained from AFLP analysis on the representative
samples from each group and additional four samples from group 2 were
similar. Besides these major variations, minor intra-group variations were also
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observed. The cluster analysis revealed a small variation of 0.01 within group 1
trees and 0.02 within group 2 trees. As these intra-group variations are very
small, these may be attributed to somaclonal variations occurring due to long-
term culture. Similar variations have been reported in micropropagated plants.
Based on RFLP analysis, Muller et al. (1990) reported fourfold increase in the
level of variation on doubling the culture period of rice callus tissues from 28 to
67 days. Rani et al. (1995) attributed the variations in RAPD profiles of mi-
cropropagated Populus deltoides generated through axillary branching to so-
maclonal variations.

DNA polymorphisms in micropropagated plants are possible either due to
somaclonal variations or by mechanical mixing and mislabeling. In the present
study, as axillary branching was used for micropropagation, the variations of
0.20, 0.31 and 0.11 observed between the groups were too high to be attributed
to somaclonal variations. Keil and Griffin (1994) found major RAPD
variations of up to 0.59 in clonal identification studies of microproapagated
Eucalyptus which they attributed to mislabeling. Therefore, we explored the
possibility of mixing/mislabeling of clones either during explant collection or
during culture and finding the legitimate donor. For this purpose, RAPD
profiles of all the 17 clones in the tissue cultured FEucalyptus germplasm
maintained since 1998 were compared with the dubious micropropagated
plantlets of group 1 and group 2. Both RAPD and AFLP analysis revealed that
plantlets belonging to group 2 were identical to a Eucalyptus clone EC 89-20-
02. The clone EC 89-20-02 is unrelated to SMD7 (tree 1) as revealed by DNA
fingerprinting studies. As none of the micropropagated plants matched with
SMD 7, a strong case for mislabeling during micropropagation of group 1 and
group 2 plants was established. However, the identity of group 1 trees could
not be established. It may be noted that the group 1 trees were planted in 1992
and many of the contemporaneous clones were not available in the germplasm
collection for comparison.

Conclusions

We conclude that there has been an inadvertant mislabeling of clones during
early stages of micropropagation of both the groups. This type of accidental
mislabeling is common where large number of genotypes are maintained in
culture conditions (Keil and Griffin, 1994). This study shows that DNA
markers are useful tools for identification and verification of genotypes espe-
cially during establishment and maintenance of germplasm collections and
propagation units such as clonal multiplication area (CMA) and clonal seed
orchards (CSO). This study therefore reinforces the need for maintaining the
original germplasm backed with DNA fingerprint identities as a reference to
verify the authenticity of clones. DNA fingerprint profiles with a proper
database strategy can be effectively used for maintenance and verification of
clonal identity (Mathish et al. 2001). The present study used RAPD and AFLP
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markers to solve the problem of mislabeling detected during genetic quality
testing of micropropagated Eucalyptus tereticornis. More useful markers such
as microsatellites are being developed (Brondani et al. 1998; van der Nest et al.
2000) for various species of Eucalyptus, which have been shown to have better
discriminating power than RAPD and AFLP Belaj et al. 2003). However, for
detection of somaclonal variations, arbitrary markers such as RAPDs, ISSRs
and AFLPs may be more efficient due to their higher multiplex ratios. These
markers may also be useful in identification of clones in species for which
microsatellite markers are yet to be developed.

Acknowledgements

We acknowledge the generous funding received from the Department of
Biotechnology, Government of India. Authors are also grateful to the
reviewers, and the associate editor, New Forests, for giving several useful
suggestions.

References

Belaj A., Satovic Z., Cipriani G., Baldoni L.Testolin R., Rallo L. and Trujillo I. 2003. Comparative
study of the discriminating capacity of RAPD, AFLP and SSR markers and of their effectiveness
in establishing genetic relationships in olive. Theor. Appl. Genet. 107: 736-744.

Brondani R.P.V., Brondani C., Tarchini R. and Grattapaglia D. 1998. Development, character-
ization and mapping of microsatellite markers in Eucalyptus grandis and E. urophylla. Theor.
Appl. Genet. 97: 816-827.

Caetano-Anollés and Gresshoff P.M.1994. Staining Nucleic Acids with Silver: An Alternative to
Radioisotopic and Fluorescent Labeling. Promega Notes. No. 45. 13 p.

Dice L.R. 1945. Measures of the amount of ecological association between species. Ecology 26:
297-302.

Keil M. and Griffin A.R. 1994. Use of random amplified polymorphic DNA (RAPD) markers in
the discrimination and verification of genotypes in Eucalyptus. Theor. Appl. Genet. 89: 442-450.

Kretzschmar U. and Ewald D. 1994. Vegetative propagation of 140-year-old Larix decidua trees by
different in vitro techniques. Plant Physiol. 144: 627-630.

Larkin P.J. and Scowcroft W.R. 1981. Somaclonal variation — a novel source of variability from
cell cultures for plant improvement. Theor. Appl. Genet. 60: 197-214.

Mathish N.V., Tripathi S.B. and Gurumurthi K. 2001. DNA-fingerprint database management
using microsoft access — a simple strategy to corroborate fingerprints of clones. Plant Cell
Biotechnol. Mol. Biol. 2: 119-124.

Meins F.J. 1983. Heritable variation in plant cell culture. Annu. Rev. Plant Physiol. 34: 327-346.

Muller E., Brown P.T.H., Hartke S. and Lorz H. 1990. DNA variation in tissue-culture-derived rice
plants. Theor. Appl. Genet. 80: 673-679.

Murashige T. and Skoog F. 1962. A revised medium for rapid growth and bioassays with tobacco
tissue cultures. Physiol. Plant.15: 473-497.

Murray M.G. and Thompson W.F. 1980. Rapid isolation of high molecular weight plant DNA.
Nucleic Acids Res. 8: 4321-4325.

Preetha N., Yasodha R., Madhavi S., Sumathi R., Stanley J. and Gurumurthi K. 1993. In:
Vivekanandan K., Subramanian K.N., Zabala N.Q. and Gurumurthi K. (eds), Proceedings of



372

Workshop on Production of Genetically Improved Planting Material for Afforestation Pro-
grammes. 18-25 June, Coimbatore. Food and Agriculture Organization of United Nations, Los
Banos, Philippines pp. 128-149.

Rani V., Parida A. and Raina S.N. 1995. Random amplified polymorphic DNA (RAPD) markers
for genetic analysis in micropropagated plants of Populus deltoides Marsh. Plant Cell Rep. 14:
459-462.

Rohlf F.J. 1997. Numerical Taxonomy and Multivariate Analysis System. NTSYSpc Version 2.0
Exter Software, Setauket, NY.

Sumathi R., Malliga P., Venketaraman K.S., Jagadees S.S. and Yasodha R. 1999. In vitro regen-
eration of plants from mature clonal stock of Eucalyptus tereticornis Sm. Silva Plus. 8: 16-17.
van der Nest M.A., Steenkamp E.T., Wingfield B.D. and Wingfield M.J. 2000. Development of
simple sequence repeat (SSR) markers in Eucalyptus from amplified inter-simple sequence repeats

(ISSR). Plant Breed. 119: 433-436.

Vos P., Hogers R., Bleeker M., Reijans M.van de Lee T., Hornes M., Frijters A., Pot J., Peleman J.,
Kuiper and Zebeau M. 1995. AFLP: a new technique for DNA fingerprinting. Nucleic Acids
Res. 23: 4407-4414.

White P.R. 1934. Potentially unlimited growth of excised tomato root tips in liquid medium. Plant
Physiol. 9: 585-600.

Williams J.G.K., Kubelik A.R., Livak K. J., Rafalski J.A. and Tingey S.V. 1990. DNA poly-
morphisms amplified by arbitrary primers are useful genetic markers. Nucleic Acids Res. 18:
6531-6535.




<<
  /ASCII85EncodePages false
  /AllowTransparency false
  /AutoPositionEPSFiles true
  /AutoRotatePages /None
  /Binding /Left
  /CalGrayProfile (None)
  /CalRGBProfile (sRGB IEC61966-2.1)
  /CalCMYKProfile (ISO Coated)
  /sRGBProfile (sRGB IEC61966-2.1)
  /CannotEmbedFontPolicy /Error
  /CompatibilityLevel 1.3
  /CompressObjects /Off
  /CompressPages true
  /ConvertImagesToIndexed true
  /PassThroughJPEGImages true
  /CreateJDFFile false
  /CreateJobTicket false
  /DefaultRenderingIntent /Perceptual
  /DetectBlends true
  /ColorConversionStrategy /sRGB
  /DoThumbnails true
  /EmbedAllFonts true
  /EmbedJobOptions true
  /DSCReportingLevel 0
  /SyntheticBoldness 1.00
  /EmitDSCWarnings false
  /EndPage -1
  /ImageMemory 524288
  /LockDistillerParams true
  /MaxSubsetPct 100
  /Optimize true
  /OPM 1
  /ParseDSCComments true
  /ParseDSCCommentsForDocInfo true
  /PreserveCopyPage true
  /PreserveEPSInfo true
  /PreserveHalftoneInfo false
  /PreserveOPIComments false
  /PreserveOverprintSettings true
  /StartPage 1
  /SubsetFonts false
  /TransferFunctionInfo /Apply
  /UCRandBGInfo /Preserve
  /UsePrologue false
  /ColorSettingsFile ()
  /AlwaysEmbed [ true
  ]
  /NeverEmbed [ true
  ]
  /AntiAliasColorImages false
  /DownsampleColorImages true
  /ColorImageDownsampleType /Bicubic
  /ColorImageResolution 150
  /ColorImageDepth -1
  /ColorImageDownsampleThreshold 1.50000
  /EncodeColorImages true
  /ColorImageFilter /DCTEncode
  /AutoFilterColorImages false
  /ColorImageAutoFilterStrategy /JPEG
  /ColorACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /ColorImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /JPEG2000ColorACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000ColorImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasGrayImages false
  /DownsampleGrayImages true
  /GrayImageDownsampleType /Bicubic
  /GrayImageResolution 150
  /GrayImageDepth -1
  /GrayImageDownsampleThreshold 1.50000
  /EncodeGrayImages true
  /GrayImageFilter /DCTEncode
  /AutoFilterGrayImages true
  /GrayImageAutoFilterStrategy /JPEG
  /GrayACSImageDict <<
    /QFactor 0.76
    /HSamples [2 1 1 2] /VSamples [2 1 1 2]
  >>
  /GrayImageDict <<
    /QFactor 0.15
    /HSamples [1 1 1 1] /VSamples [1 1 1 1]
  >>
  /JPEG2000GrayACSImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /JPEG2000GrayImageDict <<
    /TileWidth 256
    /TileHeight 256
    /Quality 30
  >>
  /AntiAliasMonoImages false
  /DownsampleMonoImages true
  /MonoImageDownsampleType /Bicubic
  /MonoImageResolution 600
  /MonoImageDepth -1
  /MonoImageDownsampleThreshold 1.50000
  /EncodeMonoImages true
  /MonoImageFilter /CCITTFaxEncode
  /MonoImageDict <<
    /K -1
  >>
  /AllowPSXObjects false
  /PDFX1aCheck false
  /PDFX3Check false
  /PDFXCompliantPDFOnly false
  /PDFXNoTrimBoxError true
  /PDFXTrimBoxToMediaBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXSetBleedBoxToMediaBox true
  /PDFXBleedBoxToTrimBoxOffset [
    0.00000
    0.00000
    0.00000
    0.00000
  ]
  /PDFXOutputIntentProfile (None)
  /PDFXOutputCondition ()
  /PDFXRegistryName (http://www.color.org?)
  /PDFXTrapped /False

  /Description <<
    /DEU <>
    /ENU <>
  >>
>> setdistillerparams
<<
  /HWResolution [2400 2400]
  /PageSize [2834.646 2834.646]
>> setpagedevice


